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What is claimed is: 

1. A method of identifying an ADP-glucose 
receptor agonist or antagonist, comprising: 

(a) contacting an ADP-glucose receptor 
polypeptide with one or more candidate compounds under 
conditions wherein said receptor produces a G-protem 

T ; r-. -TP-^nonse to ADP-glucose; and 
coupled signal m r^oponse lj y 

(b) identifying a candidate compound that 
alters production of saio signal, said compound being 
characterised as a ADP-receptor agonist or antagonist. 

, Th- m-thod of claim 1, wherein said ADP- 
Clucose receptor polypeptide has at least .0. identity to 
;he ammo acid sequence designated SEQ ID K0:2. 

3 The m.ethod of claim 1, wherein said ADP- 

.^or onlvpeptide has the ammo acid sequence 
15 glucose receptor p-iypepu^u- 

designated SEQ ID MO: 2. 

._u 1 - -F r-i3-im 1 wherein said G- 

4 The method 'jf claim i, wn- 

p,o,ei„ coupled signal .3 .nc.eased Intracellular calciu™ 

ion concentration. 

5. The method of claim 1, wherein said one or 

, ..„r.^oes ion or more different 
more candidate compounus ^.-nup.^^e:. ^ - 

candidate compounds. 

6 The method of claim 1, wherein said 
candidate compound contacts said ADP-glucose receptor 
25 polypeptide m the presence of ADP-glucose. 
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7. A method of identifying an ADP-glucose 

receptor ligand, comprising: 

(a) contacting an ADP-glucose receptor 
polypeptide wrth one or more candidate compounds under 

5 condxtxons wherern sa.d receptor selectively binds ADP- 
glucose; and 

(b) identifying a candidate compound that 
selectively brnds said ADP-glucose receptor polypeptide, 
said compound being characterized as an ADP-receptor 

10 ligand. 

& The method of claim 7, wherein said ADP- 
glucose receptor polypeptide has at least 70. identity to 
the ammo acid sequence designated SEQ ID NO : 2 . 

9 Th- method of claim 7, wherein said ADP- 
• 15 glucose receptor polypeptide has the ammo acid sequence 
\' designated SEQ ID NO: 2. 

10. The method of claim 7, wherein said one or 
raore candidate compounds comprises 100 or more different 
candidate compounds. 
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11. The method of claim 1, wherein said 
candidate compound contacts said ADP-glucose receptor 

polypeptiae m In^ prr^^e..^^ J 
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12. A methcd of identifyxng an ADP-glucose 
receptor agonxst or antagonxst, comprxsxng: 

(a) contacting an ADP-glucose receptor 
polypeptide with one or .ore candidate compounds m the 
B presence of ADP-glucose under conditions wherein said 
' Tecep.or produces a C-procein coupled signal m response 

..entifvmg a candidate compound that 
,,,ers production of said signal, said compound being 
.0 characterized as a ADP-receptor agonist or antagonist. 

~i -f nl^im 12, wherein said ADP- 
The metho':i ut claim 

glucose .ecipto: polv.ep..de has .t 70- .dent.ty to 

the a.ino acid sequence designated SEQ ID N0:2. 

^ 1 ^ ^ rr. 1"' whpr*='in said ADP- 

14 The method of .claim 1-, wnei-i-ii 

,X.cose .ecepto. polypeptide has the a.mo acid sequence 
designated SEQ..,1D NO: 2. 

15 The method of claim 12, wherein said G- 
p.otein coupled signal is increased intracellular calcium 
ion concentration. 

16 The method of claim 12, wherein said one 
or more candidate compounds comprises 100 or more 
different candidate compounds. 
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17. A method of identifying an ADP-glucose 

receptor ligand, comprising: 

(a) contacting an ADP-glucose receptor 
polypeptide with one or more candidate compounds in the 

5 presence of ADP glucose under conditions wherein said 
receptor selectively binds ADP-glucose; and 

(b) identifying a candidate compound that 
s.l^.^rively binds said ADP-glucose receptor polypeptide, 
said compound being cnaracterized as an ADP-receptor 

10 ligand. 

18. The method of claim 17, wherein said ADP- 

-^n-rt^r r-oJvP-Ptide has at least 70% identity to 
glucose ieC':;ptor poiyt- -f --^ - 

the amino acid sequence designated SEQ ID NO: 2. 

IM. The method of claim 17, wherein said ADP- 
\ ■ 15 glucose receptor polypeptide has .he ammo acid sequence 
designated SEQ ID NO: 2. 

20. The method of claim 17, wherein said one 
or more candidate compounds comprises 100 or more 
different candidate compounds. 
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21. A method of altering signaling through 
ADP-glucose receptor, comprising contacting a cell 

«ii-h ADP-alucose, or an ADP- 
expressmg saxd rt^^v.,.. >,^- 

glucose receptor agonist or antagonist. 

22. A method of ameliorating an ADP-glucose 
25 .p.^ptor associated condition, comprising administering 

CO an individual an effective amount of a therapeutic 
composition comprising ADP-glucose, or an ADP-glucose 
receptor agonist or antagonist. 
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23. The method of claim 22, wherein said ADP- 
glucose receptor associated condxtron xs a dxsorder of 
cardiovascular function. 

24. The method of claim 22, wherexn saxd 
5 therapeutic composxtion xnduces vasorelaxation. 

25. A composition, comprising an isolated ADP- 
glucose receptor polypeptide and ADP-glucose. 

26. The composition of claim 25, wherein said 
10 ADP-glucose receptor polypeptide has at least 70% 

xdentxty to the ammo acid sequence designated SEQ ID 
NO: 2. 

v7. The composition of claim 25, wherein said 
ADP-glucose receptor comprises the ammo acid sequence 
15 designated SEQ ID NO: 2. 

28. The composition of claim 25, wherein said 
ADP-glucose is a detectably labeled ADP-glucose. 

29. The composition of claim 28, wherein said 
aetectably labeled ADP-glucose is radiolabled 

20 ADP-glucose. 

30. The composition of claim 25, wherein said 
polypeptide is contained m a lipid bilayer. 

31. The composition of claim 30, further 
comprising a G-protein. 
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32. The composition of claim 31, wherein said 
G-protem comprises a Ga subunit selected from the group 
consisting of Gaq, Gal6 and a chimeric Ga. 

33. The composition of claim 30, wherein said 
lipid bilayer is a cell mLem.brane. 



